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Large Scale Analysis Introduction

Obtaining quantitative data from live
cells is of great importance for
understanding the cellular and
molecular processes. A recurring task
in many experiments is the tracking
7 ?";)’(;E?;'eot%y of large number of cells and the
X analysis of their spatiotemporal
behavior. Live cell experiments using
automated imaging systems generate
a huge amount of data that is difficult
for a human observer to analyze.

Intensity

Many time frames per experiment Many cells per image Many measurements per cell

Aim of the project: Follow live cells over time to
. Find variation in phenotype
. Find change in speed and direction of movement

| ‘ / System architecture \
Issues: !

e The investigators suffer from lack of user- " Input imag\ -
friendly software and infrastructure in e
terms of computing and data storage.

* Need to know complex image analysis
algorithms for application based L
parameter tuning which prohibits from

: A priori Knowledge/ Manual feedback
routine usage.

Novelty:
 Use the investigator’s biological
knowledge as feed-back to the system in
the form of manual selection/training
detection of objects of interest and
manual editing of erroneous tracks
* Flexible automated high throughput
system
» Reduce the time and algorithmic insight
required by the investigator
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